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ABSTRACT
Chronic hepatitis B virus (HBV) infection is one of serious health problems in the world. In
this talk, we study HBV viral dynamics using a modified model of viral infection introduced by
Neumann et al [3]. Our model contains four differential equations describing the change in the
number of uninfected or target cells (T ), infected cells (I), viral load (V ), and immune effectors
(E) with both cytolytic and noncytolytic activities. The mathematical model is as follows:
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Using the next generation approach [2], we derive a threshold quantity (basic reproduction number, R0 ) which is critical to the asymptotic stability of the virus-free equilibrium point. We also
show that there exists a unique the chronic equilibrium point when the basic reproduction number is greater than one. Moreover, we investigate the relationship between the basic reproduction
number and treatment efficacy of inhibiting de novo infection and viral production.
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